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Sepsis and blood culturing

8,000,000 deaths worldwide
1 in every 3 seconds

Median 48 hours to microbial ID
Every hour of delay decreases survival

Hard to grow: fastidious bacteria, fungi, anaerobes..

Many septic episodes without diagnosing causing microorganism
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The Cube Dx solution – direct blood test

3 hours from 

EDTA blood to result

Broadest molecular panel:
Automated Workflow
95 (144) microorganisms and resistance genes
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Especially beneficial in case of…
…fastidious bacteria
Haemophilus influenzae, Streptococcus pneumoniae, Bordetella pertussis, Legionella pneumophilia, 
Salmonella, Brucella..

…anaerobic bacteria
Bacterioides fragilis, Fusobacterium, Clostridium perfringens..

…mixed infections
No bias based in favour of fast-growing microorganisms
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…fungi
TTR for C. albicans and C. glabrata 85.8h +/- 30.9h and 154h +/- 43.8h

…limited availability of sample (500µl or less)
newborns/infants, elderly, severely ill patients…



www.cubedx.com

Key facts about Cube Dx

 Established in 2015, in Austria (St. Valentin)

 Focus on molecular dx in infectious disease 

 Adressing clinical microbiologies
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 ISO13485 certified

 Products distributed in Europe

 „Sepsis customers“ since 2020
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Overview of Workflow
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Whole blood: 
GINA - Depletion of human DNA
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1 2

8 mins.

Lysis and 
separation of
human cells

20 mins.

Lysis of
microorganisms

11.000g
5 mins.

100°C
10 mins.

Depletion of human DNA / homogenisation of sample 

Harsh lysis of microorgansims

Recovery between 88% and 98% 
 Gram+, gram-, fungi
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compact sequencing
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 The targets (DNA oligos) are immobilized 
on the cylindrical coated surface

 Matching amplicons bind to these 
immobilized targets

The hybcell core

 PCR + Identification =

 Screening + Typing

 compact sequencing
 Sensitive (PCR part)

 Specific (Primer extension)

Details: Molecular microbiology | Cube Dx GmbH

https://www.cubedx.com/en/molecular-microbiology
https://www.cubedx.com/en/molecular-microbiology
https://www.cubedx.com/en/molecular-microbiology
https://www.cubedx.com/en/molecular-microbiology
https://www.cubedx.com/en/molecular-microbiology
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Instruments: 
geneLEAD VIII     +       hyborg Dx RED
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 Magtration technology (beads)

 SV200 cartridges
 200/400µl input

 100µl eluate

 8 independent lanes 

 Pre-defined protocols (Cube Dx)

 Processes hybcells fully automated

 Up to 24 hybcells can be loaded

 Automated reports

 LIMs connectivity
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Example of hyborg Dx RED Report
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Software version of the hyborg report

A pdf version of the hyborg report



www.cubedx.com

Tested bacteria
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xC:

Tested 
bacteria
in a few
months
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Tested fungi

.. and in 
a few 
months 
(xC)
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Target list for Pathogens xC follow-up 
(after bacterial ID) resistance testing
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Coverage of incidence (xC)?

Source of Data: https://www.ecdc.europa.eu/en/healthcare-associated-infections-acute-
care-hospitals/database/microorganisms-and-antimicrobial-resistance/list

Refer to ECDC PPS protocol for case definitions. Data from the ECDC point prevalence survey of 
healthcare-associated infections and antimicrobial use in acute care hospitals (ECDC PPS) in the period 
2011-2012 as reported to TESSy as of 2013-02-06 14:06:48.)

92 30 66
72 28 56
78 93 85 %
88 98 96 %

pneumonia
Nr of total specified groups reported (Bac/Fun):
Nr. of groups covered on CDX panel:
% of reported groups (Bac/Fun) covered:
% of incident microorganisms  covered:

All HA infections systemic infections
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Product configuration
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1 3PCR ID
Prep + 
DNA

PCR-Box Bacteria (16S)
PCR-Box Fungi (28S)

PCR-Box Res g+
PCR-Box Res g-

hybcell Bacteria xC
hybcell Fungi xC / hybcell FungiPlus xC

GINA

2

qPCR result
Result negative

PCR, qPCR result
Result positive

 No ID if PCR negative
 Reduced cost / time

Positive for 
bacteria
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Same test – additional intended uses

2 3Patho ID from 
sterile fluids 
(synovial fluid, pleura 
fluid,…)

Joint infections / pleurisy

Patho ID from 
soft tissue
(tissue and implants..)

Endocarditis / implant 
and tissue infections
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Further possibilities (sample matrices):
Empyema, CSF, urine, ascites, BAL, sputum, sperm…
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Validation results for Pathogens xB

 LOD = 20 CFU / ml (and less)
 Sensitivity = 28 / (28 + 10)  = 73,68 %
 Specificity = 309 / (309 + 5) = 98,41%
 NPV = 309 / (309 + 10)   = 96,87 %
 PPV = 28 / (28 + 5)   = 87,50 %

 Validated in 2019, published 
ECCMID 2021

 352 cases / samples, 3 centres
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Validation results for Pathogens xB

 Data gathered in 2019 
and 2020 (improvements 
made in the meantime)

 Highest concordance 
with BC

 Highest rate of 
identification of BSI 
(except SeptiFast)
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xC: preliminary LOD data - bacteria
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xC: preliminary LOD data - fungi

y = 0,206x1,0459

R² = 0,2734
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y = 0,0031x1,3379

R² = 0,4306
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xC: preliminary data whole blood testing
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xC: preliminary data whole blood testing
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xC: preliminary data tissue + sterile fluids
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Summary / Conclusions
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Complementary DNA based „molecular microbiology“
Testing wide range of bacteria and fungi from whole blood and other matrices in 3 hours 

Widening the scope of results
Additional positive results for culture negative samples (fungi, fastidious bacteria, anaerobes..) 

Low sample volume (500µl to 1000µl)
Allows for example re-testing patients on consecutive days or testing infants..

Reducing time to result
Whole blood: 3 hours and less for 70 to 80% of all relevant positive samples

Versatility in testing
Different sample matrices to test in case of suspected “severe infections”
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Further resources
 Eurobio Scientific UK 

https://eurobio-scientific.co.uk/

 General Cube Dx information
www.cubedx.com

 Specific information on molecular microbiology solution + publications
www.cubedx.com/en/molecular-microbiology

 Video tutorials, IFUs, guidelines..
www.cubedx.com/en/support

April 2026

STAND B33 

Britannia Suite 

Discuss with Us
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